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INTRODUCTION: Common bean anthracnose, caused by the fungus Colletotrichum 
lindemuthianum is one of the most important diseases of this crop. However, another disease that 
has caused damage to common bean crop is the scab that Colletotrichum truncatum has been 
reported as causal agent. Strains isolated from anthracnose and scab lesions have been 
investigated in recent years and strains of Glomerella spp. (teleomorphic form) and 
Colletotrichum spp. (anamorphic form) have been obtained and identified by morphological, 
cytological, molecular and pathogenic analyses (Barcelos et al., 2014; Mota et al., 2016). 
Barcelos et al. (2014) classified Glomerella sp. strains from anthracnose lesions in two distinct 
groups, group I and II. Group I strains did not cause symptoms in common bean and amplified 
for the HMGGlo primer, specific for G. cingulata (Barcelos et al., 2011) and did not amplified 
by the HMGCl primer, specific for C. lindemuthianum (Garcia-Serrano et al., 2008). On the 
other hand, group II presented mild symptoms 10 days after inoculation and did not amplified for 
both HMG primers. Recently, Mota et al. (2016) studying Glomerella sp. Group II and other 
strains from scab lesions, observed that both caused symptoms in the common bean plants 
similar to those anthracnose, differing only in pods, which presented typical scab symptoms, 
indicating that a complex of species may be causing the disease. Due to simultaneous occurrence 
and similarity of scab and anthracnose symptoms in the leaves and stems of the common bean 
plants, this study aimed to compare the pathogenicity in common bean of strains obtained from 
anthracnose and scab lesions. Molecular analysis of these strains also was carried out for  
possible identification of species. 
 
MATERIAL AND METHODS: 30 strains were evaluated, being one monosporic and three 
monoascosporic strains from anthracnose lesions and 22 monosporic and four monoascosporic 
strains from scab lesions. Pathogenicity test was carried out from the inoculation of 30 strains in 
Pérola common bean cultivar. Strains were grown in Petri dishes containing BDA medium for 15 
days at 22°C in the darkness. Spore suspension was obtained according to the methodology 
described by Pinto et al. (2012). Experiment was conducted in DIC with three replicates, being 
31 treatments (30 strains and one control). Each plot consisted of a pot with three plants. Plants 
in V3 stage  were inoculated according to the methodology described by Pinto et al. (2012). 
Disease severity was evaluated 10 days from inoculation by the descriptive scales proposed by 
Schoonhoven and Pastor Corrales (1987). Strains were also tested for two species-specific 
primers of the HMG region, one specific for G. cingulata, HMGGlo (Barcelos et al., 2011) and 
another specific for C. lindemuthianum, HMGCl (Garcia-Serrano et al. , 2008), as described by 
Barcelos et al. (2014). 
 
RESULTS AND DISCUSSION: According to average scores of pathogenicity test, strains were 
separated in five groups by Scott-Knott test (Table 1). In molecular analysis, all strains from 
anthracnose lesions not amplified for any of the primers used and monosporic strains presented 
high averages score for disease severity. Mota et al. (2016) and Barcelos et al. (2014) observed 
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that strains from scab and anthracnose lesions that not amplified for both HMG primers caused 
mild anthracnose symptoms in leaves 10 days after inoculation and typical scab symptoms  in 
common bean pods. Strains that amplified for HMGCl primer were the most virulent. Similar 
results were obtained by Mota et al. (2016). Strains that amplified for HMGGlo primer presented 
variable average scores. In contrast to the results obtained, in studies carried out by Barcelos et 
al. (2014) and Mota et al. (2016), all strains that amplified for HMGGlo primer were not 
pathogenic. Results obtained in this work show that a complex of species are actuating in the 
common bean and therefore, studies of phylogeny should be carried out, as well as the 
investigation of diseases caused by them. These information are important for breeding programs 
that aim to obtain resistant cultivars to anthracnose and scab of common bean. 
 
Table 1 Average scores of disease severity in Pérola cultivar 
and primers HMG amplified for each Colletotrichum and 
Glomerella strain. 
Strain Primer* Severity** Strain Primer* Severity** 
18-1AMA - 4,33 C 19-1DMS 1 6,33 B 
38-2AAA - 6,00 B 19-2AMS 1 8,10 A 
38-2BAA - 6,83 B 19-2BMS 1 8,53 A 
38-3AAA - 6,83 B 19-2CMS 1 6,66 B 
2-1A1MS 1 6,96 B 19-3AMS 1 6,33 B 
12-1D1MS 1 7,83 A 19-3BMS 1 7,66 A 
14-1MS 1 8,20 A 19-3CMS 1 7,76 A 
17-3CMS 1 7,43 A 19-4AMS 1 7,76 A 
17-3DMS 1 4,86 C 19-4BMS 1 8,66 A 
17-3AMS - 6,83 B 40-2AMS 2 3,33 D 
19AMS - 4,83 C 9 AAS - 5,00 C 
19BMS - 6,43 B 13-1A1AS 2 4,96 C 
19-1AMS 1 7,86 A 13-1C AS  2 5,10 C 
19-1BMS 1 8,00 A 13-2AAS 2 2,10 E     
19-1CMS 1 6,66 B 51-2AAS 2 5,76 B 
MAMonosporic and AAmonoascosporic strains from anthracnose   
lesions; MSMonosporic and ASmonoascosporic strains from scab   
lesions.*1-Strains that amplified to HGMCL primer; 
2- Strains that amplified to HGMglo primer. 
**Means followed by the same letter belong the same group  
(P <0.05) according to test of Scott-Knott. 
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Figure 1 Symptoms in common 
bean plants 10 days after 
inoculation. A) control, no 
inoculation. B, C and D) plants 
inoculated with strains 19B, 38-
2B and 19-2B, respectively. 
